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t years witness rapid expansion of applications of
mics to clinical research including non-malignant
o disorders. These developments bring along the need
standardisation of proteomic experiments. This pa-
- per briefly reviews basic methodical aspects of applied

Proteomics in pulmonary research:
selected methodical aspects
fo P R SRR T PR T S T S S AT R S R G R

prolaeomlc studles uamg SELDI—TOF mass spectrome-

try platform as example but also emphasizes general as-
pects of quality assurance in proteomics.

Key-words: lung proteome, quality assurance, SELDI-
-TOF MS.

Introduction

Proteomics, a science dealing with proteome
— protein complement of the genome, has
indeed reached pulmonary medicine. Though
still not vast, the number of papers dealing
‘with description and/or identification of
novel proteins in lung pathobiology has been
Jincreasing (e.g. '®) and currently, there has
been ongoing effort to link information from
gene expression and proteomics studies in
“order to propose candidate molecules for

diagnostic and therapeutic purposes.
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EVISTA
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However, when engaged in proteomics, one
has to be aware of possible pitfalls due to
sophisticated methodology and a number of
different formats of obtained data. Of course,
there are general methodical rules applicable
throughout laboratory medicine known as
Good Laboratory Practice’. Next, specific is-
sues appear that are pertinent only to pro-
teomics, adherence to which is mandatory for
obtaining meaningful data. These will be in
brief described further and selected examples
shown based on usage of SELDI-TOF MS
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